
REMARKS 



Obvious inadvertent clerical and typographical errors in the Specification are corrected in 
the present Amendment, and a paragraph providing cross reference to related applications has been 
inserted. Certain claims have been amended to eliminate multiple dependencies. None of the 
amendments made herein constitutes the addition of new matter. 

It is believed that this Amendment does not necessitate the payment of any fees under 37 
C.F.R. 1.16-1.17. If this is incorrect, please deduct any fee due under the foregoing Rules from 
Deposit Account No. 07-1969. 
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Marked up version of imended claims and paragraphs in attached Amendment. 

Docket No.: 103-01 

USSN 09/936,869 

Filed: September 17, 2001 

At page 4, the paragraphs describing Figures 1 and 2: 

Figure 1 shows the amino acid sequence of the reproductive peptide PrAGl, together with the 
nucleotide sequence coding therefor (SEP ID NO: 3^1 : 

Figure 2 shows the sequence of the PrAGl promoter, which is the focus of the present invention, 
isolated from Pinus radiata (SEP ID N0:1) : 

At page 14, the sequences beginning at line 28: 

3' PGR primer: 5^ GCIGTIAGIYCITCICCCAT 3'; (SEQ ID NP:[6]7) 
5* PGR primer: 5' AAYGGIGARGTIAGITT 3' (SEQ ID NP:[7]8) 

At page 16, the sequences beginning at line 31: 

Primer GSPl: 5' GGG GTT GTT GAA TAA ACC ATT TCG GGG GTT 3* (SEQ ID NG:[819) 
Primer GSP2: 5 ' GAG GTG TGG GTT GGT AGT ATT TTG AAT CGT 3 ' (SEQ ID NG: [9110) 

At page 17, lines 4 and 5: 

Primer GSP3: 5' TTG GTG GTG GAT TTT GTG GGG TGT GGA TTG 3' (SEQ ID NP:[10111) 
Primer GSP4: 5* GGA GTG GAG TGT TGG TTT ATT TGT TAG GAG 3' (SEQ ID NP: [11112) 

At page 19, the paragraph beginning at line 18: 

Analysis was performed on total RNA isolated from needle, stem, vegetative shoot, inmiature 
female cone and immature male cone samples as described above. RNA was reverse-transcribed 
with MMLV reverse-transcriptase (Gibco BRL) according to the manufacturer's instructions. 
PGR was performed with two primers: 5TGR primer (5' TTGTGTAGAAATGATGGG 3') (SEQ 
ID NP:[13]14) and 3TGR primer (5'GTAAGGGGGTGAGGGATG 3') SEQ ID NG:[14115). 
Verification of the specificity of the PGR reactions was achieved through the use of controls that 
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included amplification reaction with single primers, RNAse treatment of template, and no 
template. In those reactions in which no PGR product was detected, the quality of the RNA was 
tested by UV scanning and agarose gel electrophoresis. ss-cDNA from the RTR reaction was used 
as a template. The 50-ul reaction mixture contained 2.5 U Taq DNA [poly mease] polymerase, IX 
Polymerization Buffer (both from ClonTech Co.), ImM MgClj, 0.2mM dNTP and 0.25/xM 
primers. The PGR was performed under following conditions: denaturation at 94°C for 30 s, 
annealing at 55 °G for 1 min and extension at 72 °G for 1 min for 30 cycles on Thermal Gycler 480 
(Perkin-Elmer, Norwalk, GT, USA). The PGR products were subjected to electrophoresis in 
agarose gel, and hybridization as described above. 

At page 21, the paragraph begimiing at line 7: 

To check the genomic DNA integration of pRAGPR in the transgenic tobacco plants, gene-specific 
primers for the NPTII gene were employed. The primers used were NPTII-5 ' primer 5-GAA GAA 
GAT GGA TTG GAG GG-3' (SEQ ID NO:[15116) and NPTII-3' primer 5'-GAA GAA GTG GTG 
AAG AAG GG-3' (SEQ ID NO:[16]17). Genomic DNA from each of the control lines and 
transgenic tobacco lines were isolated from the leaf tissue using the Qiagen DNAeasy kit as per 
manufacturer's instructions. PGR reactions (50-/xl final volume) were performed using 5 /xl of 
template DNA. Samples were heated to 95 ""G for 4 minutes, followed by 35 cycles of 95 ""G for 
45 seconds, 55 °G for 30 seconds, and 73 °G for 2 minutes, with a final extension step of 73°G for 
5 minutes in PTGIOO thermal cycler (MJ Research). Amplified DNA fragments were analyzed 
on a 0.8^ agarose gel and visualized by staining with ethidium bromide. 

In the Glaims : 

5. (Twice amended) A DNA construct which comprises: 

(a) a promoter sequence [according to claim 2 or claim 3 1 as given in SEP ID NO: 1 
or a functionallv equivalent variant thereof which has at least 90% homologv to 
SEP ID N0:1 or as given in SEP ID N0:2 : 

(b) an open reading frame polynucleotide coding for a peptide; and 

(c) a termination sequence. 
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9. (Once amended) A construct according to [any one of] claim[s 4-7] 6 wherein said open 
reading frame polynucleotide encodes a peptide which, when expressed in reproductive 
tissue of a plant, causes said plant's reproductive organs to abort. 

10. (Once amended) A construct according to [any one of] claim[s 4-7] 6 wherein said open 
reading frame polynucleotide encodes a peptide which, when expressed in reproductive 
tissue of a plant, causes said plant's reproductive organs to redefine themselves as 
vegetative. 

1 1 . (Once amended) A construct according to [any one of] claim[s 4-7] 6 wherein said open 
reading frame polynucleotide encodes a peptide which, when expressed in reproductive 
tissue of a plant, causes said plant's reproductive organs to stop development. 

12. (Once amended) A construct according to [any one of] claim[s 4-7] 6 wherein said open 
reading frame polynucleotide encodes a peptide which, when expressed in reproductive 
tissue of a plant, causes cell death. 

16. (Once amended) A construct according to [any one of] claim[s 4-7] 6 wherein said open 
reading frame polynucleotide encodes a peptide which, when expressed in reproductive 
tissue of a plant, causes an alteration in the timing of flowering of said plant. 

17. (Once amended) A construct according to [any one of] claim[s 4-16] 5 which further 
includes: 

(d) a selection marker sequence. 

19. (Once amended) A transgenic plant cell which includes a construct according to [any one 
of] claim[s 4-18] 5. 

20. (Once amended) A transgenic plant which includes a construct according to [any one of] 
claim[s 4-18] 5. 
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21. (Once amended) A transgenic plant which contains a polynucleotide according to claim 
1 or a promoter according to claim [2 or 3] 5, which plant has a reduced reproductive 
capacity. 

25. (Once amended) A transgenic plant according to [any one of] claim[s 20-24] 20 wherein 
said plant is a coniferous plant. 

28. (Once amended) A transgenic plant according to [any one of] claim[s 20-24] 20 wherein 
said plant is a tree. 
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